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3D	morphological	feature	parameters	data	
of	CD4+	and	CD8+	T	cells	from	human	spleen	
sample	
Mean ± Standard deviation  
Parameter    Symbol Unit CD4+ T (n =42) a   CD8+ T (n =77) a p a 
Cell grid perimeter   GPc μm 2454 ± 590  2142 ± 677 0.014 
Cell surface areab   Sc μm2 165.7 ± 30.3  180.0 ± 25.2 0.007 
Nuclear grid perimeter   GPn μm 2220 ± 455  1874 ± 617 0.002 
Nuclear surface areab   Sn μm2 150.5 ± 24.6  157.1 ± 23.0 0.151 
Nuclear volumec   Vn μm3 97.29 ± 21.9  104.2 ± 20.1 0.085 
Nuclear surface to volume ratio  SVrn μm-1 1.582 ± 0.256  1.528 ± 0.157 0.157 
Mitochondrial grid perimeter  GPm μm 196.9 ± 173  124.7 ± 119 0.009 
Mitochondrial surface areab  Sm μm2 12.24 ± 10.5  9.953 ± 11.0 0.274 
Mitochondrial volumec   Vm μm3 0.881 ± 1.06  0.818 ± 1.40 0.801 
Mitochondrial surface to    SVrm μm-1 2.965x104 ± 3.30x104                3.660x104 ± 3.27x104 0.272 
volume ratio 
distance 
ratio  
Mitochondrion-to cell   Vrmc - 0.0080 ± 0.009  0.0061 ±0.010 0.288 
volume ratio 
an = number of imaged cells, p-values were obtained by a two-sample t-test method where equal variances are assumed 
bS = Ns ·s0 with Ns as the number of voxels on the membrane of the organelle and s0 as the diagonal plane area of the voxel. 
cV = Nv·v0 with Nv as the number of voxels inside the organelle of interest and v0 as voxel volume. 
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Scatter	plot	of	42	
CD4	cells	and	77	
CD8	cells	with	p	<	
0.05.	
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